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<210> 1 
<211> 62 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligonucleotides 
<400> 1 

cgctaatttt ttagggaaga tctggccttc ctacaaggga aggccaggga attttcttca 
tg 

<210> 2 
<211> 62 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligonucleotides 
<400> 2 

cgctaatttt ctagggaaga tctggccttc ctacaaggga aggccaggga attttcttca 
tg 

<210> 3 
<211> 63 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligonucleotides 
<400> 3 

cgctaatttt ttagggaaga tctggccttc ctacaaggga aggccaggga attttcttcc 
atg 

<210> 4 
<211> 43 
<212> DNA 

<213> Artificial Sequence 



4 




<220> 

<223> synthetic oligonucleotides 



<400> 4 

cctggctcct catatcgggg ggggaggctg ggagctcagc atg 



43 



<210> 5 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligonucleotides 
<400> 5 

cctggctcct catatcggag gctgggagct cagcatg 37 

<210> 6 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligonucleotides 



<210> 7 
<211> 79 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligonucleotides 
<400> 7 

ctggtgctcc tgatgtccct cacccacccc tgaagatccc aggtgggcga gggaacagtc 60 
agcgggatca cagcgcatg 79 

<210> 8 
<211> 79 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligonucleotides 



<400> 6 

cctggctcct catatcgggg gggaggctgg gagctcagca tg 



42 



<400> 8 

ctggtgctcc ggatgtccct cacccacccc tgaagatccc aggtgggaga gggaacagtc 
agcgggatca cagcgcatg 



60 
79 



<210> 9 
<211> 80 



- 2 - 



<212> DNA ^ 
<213> Artificial Sequence 



<220> 

<223> synthetic oligonucleotides 
<400> 9 

ctggtgctcc tgatgtccct cacccacccc tgaagatccc aggtgggcga gggaacagtc 60 
agcgggatca cagccgcatg ~~ 80 

<210> 10 
<211> 78 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> synthetic oligonucleotides 
<400> 10 

ctggtgctcc ggatgtccct cacccacccc tgaagatccc aggtgggcga gggaacagtc 60 
agcgggatca caggcatg 78 



- 3 - 



